Scale

5 kbt 1 hg3s
chr?: I 155,801,000 | 155,802,000 | 155,803,000 | 155,804,000 | 155,805,000 | 55,806,000 | 5,807,000 | 155,808,000 | 155,809,000 | 155,810,000 | 156,811,000 | 155,812,000 |

Reterence Accembly Fic Paich "ELﬁn: Alignments
Reference Assembiy Alteate tiaplolype Sequence Alignments
‘GENCODE VA7 (4 items fltered out)
ENSG00000296779
st ——

RefSeq genes Bl

UCSC RefSea
OMIM Alleles [T
OMIM Genes
Common dbSNP(155)

OMIM Alelc Variant Phgotypes

Shan Geneuc yaganis (tom DS release 455
1T Yepene | | 0 | (R 1 I 1 1
Gene Expression in 54 tissues from GTEX RNA-seq of 17382 samples, 948 donors (vs Aug 2019)

FNCODE Candidate Cis-Reaulatory Elements (cCRES) combined from all cell tvoes
ENCODE cCRES, —
100 H3K27Ac Mark (Often Found Near Regulatory Elements) on 7 cell lines from ENCODE

Layered H3K27AC

3 100 vertebrates Basewise Cgaaarvation by PhyloP
oA MIMWW oo MR . mwmmwhhmi ik M\Mwh
B —
Do - [ [0 0 A Ty |

Repeating Elements by Repeatiasker

i
I
0
RepeatMasker " Y} 'l 'l



