
Scale
chr3:

Nrl- CBRs

wt CBRs

5 kb hg19

129,242,000 129,243,000 129,244,000 129,245,000 129,246,000 129,247,000 129,248,000 129,249,000 129,250,000 129,251,000 129,252,000 129,253,000 129,254,000 129,255,000 129,256,000 129,257,000
Predicted Cone CRX Binding Sites

Predicted Rod CRX Binding Sites

Perfect Matches to Short Sequence (CAGCAGCAGCAGCAGCAGCAGCAGCAG...)


