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0.183734 _

GSM8159137_FreeMNase_2min_0-200bp.bigwig
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0 _
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0 _
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26.7255 _

0 _
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28.7341 _
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27.6883 _

0 _
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23.7883 _

0.0811886 _

GSM8159091_Rpo21-AA_EdU_Vehicle_120-200bp.bigwig

12.376 _

0 _

GSM8159107_Rsc3-AA_Input_Rapamycin_mean_120-200bp.bigwig
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0.545978 _
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0 _
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0 _
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0 _
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0 _
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25.3466 _

0 _
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0 _
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0 _
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17.0534 _

0 _
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23.4949 _

0.331497 _

GSM8159093_Abf1-AA_Input_Vehicle_120-200bp.bigwig

21.0628 _

0.550148 _

GSM8159087_WT_EdU_S_phase_2000_200bp.bigwig

32.8051 _

21.195 _


