Scale

chrll; 6,587,500

56C10.7/NM_171009 [IHHIE-<< 10 o
:10.7/NM_00136186.1 [ NHHR-<—< 11 o

1 kb}

6,588,004 6,588,500

i cell
6,589,000

UCSC annotations of RefSeq RNAs (NM_* and NR_*)

C56C10.15/NR_051240 I

:10.7/NM_001136337 IS

C56C10.l4/N R_051241 I

icd-1/NM OGZQSSm__W

’56C10.7/NR_155256 I

Non-C. elegans RefSeq Genes
Sus BTF3/NM_001244998 -<-<-<--<-2_
Homo BTF3/NM_o01207 -
Bos BTF3/NM_001025314 |G-
canis BTF3/NM_001252133 <1<
Mus Btf3/NM_001170540 IR
Mus Btf3/NM_145455 [T
Taeniop BTF3/NM_001245240 <IN
salmo btf3/NM_001141109 [ E-<<<lIGEG-<<TINGE
Macaca BTF3/NM_001261092 << IEGEGEG-< 1IN
Rattus Btf3/NM_001008309 << IEGEGEGEB—<<
Danio btf3/NM_001076558 | << IEGBG-<—<GINGN
xenopus btf3/NM_001016697 I lEGzGEG-<—<TEEE
salmo L0C100194627/NM_001139712 [ <R

ciona ci-btf3/NM_001033003 I~ lIGEG:-<—< NG

Esox btf3l4/NM_001310868 [l GBI
Taeniop BTF3L4/NM_001245574 [lll<<<lEGEG:-<—< TN
xenopus btf314.L/NM_001096139 [l lIEGEG-<—<GNGGIGEG
Bos BTF3L4/NM_001098106 << IIEGEGE< I
Ictalur btf3l4/NM_001201290 [l IEGEGBG-<<lING_G
xenopus btf3.5/NM_001094887 [l lEGEG:-<—< G
callorh btf314/NM_001292905 [l
Danio btf3l4/NM_200694 [l IEIEGEGEG-<—<IEGEGEGEG
xenopus btf3l4/NM_001011243 [l IEGEGE-< G
pan BTF3L4/NM_001251933 Il

Homo BTF3P11/NR_026983 I«



